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RECEIVED 

NOV 0 7 2002 
lECH CENTER 160012900 



<110> APPLICANT: THASTRUP, Ole 

TULLIN; Soren 

POULSEN, Lars K 

BJORN, Sara P 

<120> TITLE OF INVENTION: Novel Plorescent Proteins 

<130> FILE REFERENCE: 3759-0106P 

<140> CURRENT APPLICATION NUMBER: 09/619,3103 

<141> CURRENT FILING DATE: 2000-07-19 

<150> PRIOR APPLICATION NUMBER: US 08/819,612 

<151> PRIOR FILING DATE: 1997-03-17 

<150> PRIOR APPLICATION NUMBER: PCT/DK96/00051 

<151> PRIOR FILING DATE: 1996-01-31 

<150> PRIOR APPLICATION NUMBER: DK 1065/95 

<151> PRIOR FILING DATE: 1995-09-22 

<160> NUMBER OF SEQ ID NOS : 23 

•<170> SOFTWARE: PatentIn version 3.1 

<210> SEQ ID NO: 1 

<211> LENGTH: 36 

<212> TYPE: DNA 

<213> ORGANISM: Artificial Sequence 

<220> FEATURE: 

<223> OTHER INFORMATION: GFP2 primer directed to A. victoria 

<4 00> SEQUENCE: 1 

tggaataagc tttatgagta aaggagaaga actttt 36 

<210> SEQ ID NO: 2 

<211> LENGTH: 36 

<212> TYPE: DNA 

<213> ORGANISM: Artificial Sequence 

<220> FEATURE: 

<223> OTHER INFORMATION: GFP-1 primer directed to A. victoria 

<4 00> SEQUENCE: 2 

aagaattcgg atccctttag tgtcaattgg aagtct 36 

<210> SEQ ID NO: 3 

<211> LENGTH: 67 

<212> TYPE: DNA 

<213> ORGANISM: Artificial Sequence 

<220> FEATURE: 

<223> OTHER INFORMATION: 5' PCR primer incorporating the Y66H substitution responsible 



changing green fluorescence into blue fluorescence 
<4 00> SEQUENCE: 3 

ctacctgttc catggccaac gcttgtcact actttcctca tggtgttcaa tgcttttcta 
gataccc 

<210> SEQ ID NO: 4 



60 
67 
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68 <211> LENGTH: 36 

69 <212> TYPE: DNA 

70 <213> ORGANISM: Artificial Sequence 

72 <220> FEATURE: 

73 <223> OTHER INFORMATION: 3' PCR primer incorporating the y66H substitution responsible 



80 <210> SEQ ID NO: 5 

81 <211> LENGTH: 30 

82 .<212> TYPE: DNA 

83 <213> ORGANISM: Artificial Sequence 

85 <220> FEATURE: 

86 <223> OTHER INFORMATION: 5' primer used to flank the Y66H-GFP 

88 <400> SEQUENCE: 5 

89 aattggtacc aaggaggtaa gctttatgag 30 

92 <210> SEQ ID NO: 6 

93 <211> LENGTH: 30 

94 <212> TYPE: DNA 

95 <213> ORGANISM: Artificial Sequence 

97 <220> FEATURE: 

98 <223> OTHER INFORMATION: 3' primer used to flank the Y66H-GFP 

100 <400> SEQUENCE: 6 

101 ctttcgtttt gaattcggat ccctttagtg 30 

104 <210> SEQ ID NO: 7 

105 <211> LENGTH: 48 

106 <212> TYPE: DNA 

107 <213> ORGANISM: Artificial Sequence 

109 <220> FEATURE: 

110 <223> OTHER INFORMATION: large Ncol-Xbal vector fragment and ligated to SEQ ID NO : 8 

112 <400> SEQUENCE: 7 

113 catggccaac gcttgtcact actctctctt atggtgttca atgctttt 4 8 

116 <210> SEQ ID NO: 8 

117 <211> LENGTH: 48 

118 <212> TYPE: DNA 

119 <213> ORGANISM: Artificial Sequence 

121 <220> FEATURE: 

122 <223> OTHER INFORMATION: synthetic Ncol-Xbal DNA linker and ligated to SEQ ID NO : 7 

124 <400> SEQUENCE: 8 

125 ctagaaaagc attgaacacc ataagagaga gtagtgacaa gcgttggc 4 8 

128 <210> SEQ ID NO: 9 

129 <211> LENGTH: 48 

130 <212> TYPE: DNA 

131 <213> ORGANISM: Artificial Sequence 

133 <220> FEATURE: 

134 <223> OTHER INFORMATION: large Ncol-Xbal vector fragment ligated to SEQ ID NO: 10 

136 <400> SEQUENCE: 9 

137 catggccaac gcttgtcact actctcactt atggtgttca atgctttt 48 
140 <210> SEQ ID NO: 10 



for 



74 
76 
77 



changing green fluorescence into blue fluorescence 
<4 00> SEQUENCE: 4 

aagaattcgg atccctttag tgtcaattgg aagtct 



36 
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141 <211> LENGTH: 48 

142 <212> TYPE: DNA 

143 <213> ORGANISM: Artificial Sequence 

145 <220> FEATURE: 

146 <223> OTHER INFORMATION: Ncol-Xbal DNA linker ligated to SEQ ID NO : 9 
148 <400> SEQUENCE: 10 

14 9 ctagaaaagc attgaacacc ataagtgaga gtagtgacaa gcgttggc 4 8 

152 <210> SEQ ID NO: 11 

153 <211> LENGTH: 36 

154 <212> TYPE: DNA 

155 <213> ORGANISM: Artificial Sequence 

157 <220> FEATURE: 

158 <223> OTHER INFORMATION: 5' primer based on pGFP-Nl plasmid 

160 <400> SEQUENCE: 11 

161 tggaataagc tttatgagta aaggagaaga actttt 36 

164 <210> SEQ ID NO: 12 

165 <211> LENGTH: 35 

166 <212> TYPE: DNA 

167 <213> ORGANISM: Artificial Sequence 

169 <220> FEATURE: 

170 <223> OTHER INFORMATION: 3' primer based on pGFP-Nl plasmid 

172 <400> SEQUENCE: 12 

173 gaatcgtaga tctttatttg tatagttcat ccatg 35 

176 <210> SEQ ID NO: 13 

177 <211> LENGTH: 40 

178 <212> TYPE: DNA 

179 <213> ORGANISM: Artificial Sequence 

181 <220> FEATURE: 

182 <223> OTHER INFORMATION: 5' primer based on pZeoSV-LacZ plasmid 

184 <400> SEQUENCE: 13 

185 tggaataagc tttatggatc ccgtcgtttt acaacgtcgt 40 

188 <210> SEQ ID NO: 14 

189 <211> LENGTH: 34 

190 <212> TYPE: DNA 

191 <213> ORGANISM: Artificial Sequence 

193 <220> FEATURE: 

194 <223> OTHER INFORMATION: 3* primer based on pZeoSV-LacZ plasmid 

196 <400> SEQUENCE: 14 

197 gcgcgaattc ttattattat ttttgacacc agac 34 

200 <210> SEQ ID NO: 15 

201 <211> LENGTH: 764 

202 <212> TYPE: DNA 

203 <213> ORGANISM: Aequorea Victoria 

205 <220> FEATURE: 

206 <221> NAME/KEY: CDS 

207 <222> LOCATION: (8).. (721) 

208 <223> OTHER INFORMATION: 
W--> 211 <400> 15 

212 aagcttt atg agt aaa gga gaa gaa ctt ttc act gga gtt gtc cca att 4 9 
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<210> SEQ ID NO: 


: 16 
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<211> LENGTH: 238 
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<212> TYPE: 


PRT 
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<213> ORGANISM: 


Aequorea Victoria 



















file://C:\CRF4\Outhold\VsrI619310B.htm 



10/31/02 



Page 5 of 7 



RAW SEQUENCE LISTING DATE: 10/31/2002 

PATENT APPLICATION: US/09/619 , 310B TIME: 16:05:24 

Input Set : A:\3759-0106P.ST25.txt 
Output Set: N:\CRF4\10312002\I619310B.raw 



^ O VJ 


<400> SEQUENCE: 


1 K 

X o 
























z o ^ 


Met Ser 


Lys 


oxy 


Pill 


Pill 


Leu 


It lie 


rp Vs y 
X liX 


P 1 \7 

vjx y 


Va 1 

V CLX 


V CLX 


ir X 


Tl pa 
X X c 


XlC LI 


V;^ 1 

V CLX 


283 


1 
J. 






5 










10 










15 




zoo 






V7X Jf 


Asp 




Asn 


vjx y 


Pin 
IjX il 


Lys 


IT lie 


C o T~ 
OCX 


V^i 1 
V dX 


OCX 


(^1 \7 

vjx y 


nl 11 
VjX U 








z w 










Z .J 










30 






z ^ VJ 


O J. jr O X LL 


Gly 


Asp 




X nx 


xyr 


vjxy 


Lys 


Leu 


X llX 


xieu 


jjy s 


Phf=> 

IT i iC 


Tl 

X X c 


Cy s 


z J? J. 
























4 5 








O Q A 


T" T" T" Vi 


vjx y 


Lys 


Leu 


Pro 


Va.X 


Pro 


Trp 


Pro 


rp \\ -y- 

X IlX 


Leu 


1 

V cLX 


X 1 IX 


X IIX 


IT 1 IC 


Z j7 O 






















fiO 










O Q ft 
Z ^ O 


OCX X jr X 


VjX y 


V dx 


LrXn 


Cy s 


D"ho 

irne 


Q Q 
OCX 


Arg 


Tyr 


Pro 


Asp 


nxo 


1*1 C L. 


j_ty s 


fZl n 

V7 X 1 J 


Z Z7 Z7 










70 










7 S 










80 


O Uz 


nxo 


It ilC? 


Phe 


Lys 


Ser 


nXd 


ric u 


O -y- /-\ 
IT X (J 


Pi n 
VjX Ll 


P 1 \7 

vjx y 


xyr 


V^i 1 

V CLX 


fZl n 

VjX 11 


V3X U 


Arg 


J u o 








ft ^ 










QO 










95 




n c 
o Ub 


XilX XX6 




Tyr 


Lys 


Asp 


Asp 


vjxy 


Asn 


Tyr 


Lys 


Thr 


Arg 


a 1 3 

nX cL 


Pi 11 

VjX u. 


V^i 1 

V CLX 


T n 7 






1 nn 
X u u 










1 0 R 
X J 










110 
X X u 






Tin 

J _L u 


Lys Phe 


Glu 


Gly 


Asp 


X nx 


Leu 


Va.X 


Asn 


Arg 


T1 f:» 
X X C 


pi 11 

vj X U. 


Leu 


Lys 


nl V 

vjx y 


Tl 

X X c 


J J. ^ 




lis 

X X o 










120 










125 








J J. ft 






Glu 


Asp 


vjxy 


Asn 


X xt? 


Leu 


P 1 \7 


nx o 


Lys 


1*1 C L. 


fZl n 
ox u 


xyr 


Asn 


O J. ^ 


1 "^n 

X J u 










X J o 










140 










1 ft 
J J. o 


Tyr Asn 


Ser 


His 


Asn 


V CLX 


xyr 


X X c 




t\ X d 




Xj o 


Pro 


Lys 


Asn 


Cil V 

vjxy 


J J. 17 


145 








1 ^0 
X o u 










1 

X ^ ^ 










160 


J z Z 


lie Lys 


Val 


Asn 


Phe 


Lys 


X X c 


Arg 


nx o 


Asn 


X X 


T.\7G 
J_l jr a 


Asp 


Gly 


Ser 


Val 


"3 O 
J Z -3 








165 










1 70 
X / u 










1 7 S 




"5 0 
J Z D 


Gin Leu 


Ala 


Asp 


His 


Tyr 


Gin 


Gin 


Asn 


X IIX 


IrX 


Tl 
X xc 


rii V 

vjx jr 


Asp 


Gly 


Pro 


"3 T 7 
JZ / 






180 










185 










1 QO 

X ^ vf 






T n 

O J u 


Val Leu 


Leu 


Pro 


Asp 


Asn 


His 


Tyr 


Leu 


Ser 


Thr 


Gin 


Ser 


Ala 


Leu 


Ser 






195 










200 










90 R 
z u ^ 








"5 "5 A 
J J ft 


Lys Asp 


Pro 


Asn 


Glu 


Lys 


Arg 


Asp 


His 


1*1 u 


Tl P» 

X X 


j-ieu 


Leu 


ox u 


true 


Val 


T "3 
J J O 


210 










215 










990 

Z Z VJ 










T "3 ft 
J J O 


Thr Ala 


Ala 


Gly 


He 


Thr 


His 


Gly 


Met 


Asp 


Pill 
^ X U 


Leu 


xyr 


xiy s 






T "3 Q 


225 








230 










9 R 
z J O 












o4 Z 


<210> SEQ ID NO; 


: 17 
























7 A 
J *i J 


<211> LENGTH: 764 
























"3 A A 


<212> TYPE: 


DNA 


























"3 A R 


<213> ORGANISM: 


Aequorea victoria 
















A 7 


<220> FEATURE: 


























A ft 
OHO 


<221> NAME/KEY: 


CDS 


























<222> LOCATION: 


(8), 


. .(724) 




















350 


<223> OTHER 


INFORMATION: 






















353 


<400> 17 




























354 


aagcttt 


atg 


agt 


aaa 


gga 


gaa 


gaa 


ctt 


ttc 


act 


gga 


gtt 


gtc 


cca 


att 


355 




Met 


Ser 


Lys 


Gly 


Glu 


Glu 


Leu 


Phe 


Thr 


Gly Val 


Val 


Pro 


He 


356 




1 








5 










10 










358 


ctt gtt 


gaa 


tta 


gat 


ggc 


gat 


gtt 


aat 


ggg 


caa 


aaa 


ttc 


tec 


gtt 


agt 


359 


Leu Val 


Glu 


Leu 


Asp 


Gly 


Asp 


Val 


Asn 


Gly 


Gin 


Lys 


Phe 


Ser 


Val 


Ser 


36.0 


15 








20 










25 










30 


362 


gga gag 


ggt 


gaa 


ggt 


gat 


gca 


aca 


tac 


gga 


aaa 


ctt 


acc 


ctt 


aaa 


ttt 


363 


Gly Glu 


Gly 


Glu 


Gly 


Asp 


Ala 


Thr 


Tyr 


Gly 


Lys 


Leu 


Thr 


Leu 


Lys 


Phe 


364 








35 










40 










45 





49 



97 



145 



file://C:\CRF4\OutholcKVsrl6l9310B.htm 



10/31/02 



Page 6 of 7 



VERIFICATION SUMMARY DATE: 10/31/2002 

PATENT APPLICATION: US/09/619 , 310B TIME: 16:05:25 



Input Set : A:\3759-0106P, ST25,txt 
Output Set: N:\CRF4\10312002\l619310B.raw 



L 


211 


M: 


258 


W: 


Mandatory 


Feature missing, 


<223> 


Blank 


for 


SEQ# 


:15,Line# 


208 


L 


353 


M: 


258 


W: 


Mandatory 


Feature missing, 


<223> 


Blank 


for 


SEQ# 


:17,Line# 


350 


L 


495 


M: 


258 


W: 


Mandatory 


Feature missing. 


<223> 


Blank 


for 


SEQ# 


:19,Line# 


492 


L 


651 


M: 


258 


W: 


Mandatory 


Feature missing. 


<223> 


Blank 


for 


SEQ# 


: 21, Line# 


648 



me://C:\CRF4vOutholcNVsrI619310B.htm 



10/31/02 



